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FIG. 1 



Sequence 


MB DNA 


EC DNA 


told 


















GCCGCC= 


0,2336 


00654 


J.05 










GCCGTC= 


0.1008 


0.0296 


341 


GGCGCC= 


0.1462 


0.CO20 


73.12 


GGCGGC= 


0,2237 


0.0562 


3,38 


GCCGGO 


0.2317 


0,062 


37.19 


GCCGGT= 


0.1302 


00402 


o.i4 


GTCGAC= 


0.0990 


0.0116 


8.56 




0 1183 




62H 


CTCGAG= 


0.0253 


0.0338 


7,96 


GACGGO 




00327 


o. ID 


CCCGGG= 


0.0645 


0.0031 


7.13 




0 0824 


rimes 


3.13 


CACGTG= 


0.0205 


0.0030 


6,74 


GCCGGG= 


0.1165 


0.0373 


313 


CCCGAG= 


0.0451 


0.0C63 


6.58 


CGCGGG= 


0.0343 


0.0273 


3.11 


CTCGGG= 


0.0392 


0.0068 


5,75 


ACCGGO 


0.1242 


0.0405 


307 


GCCGAC= 


0.1435 


0.O297 


4.83 


GGCGGO 


0.0382 


0.0323 


3.04 


GTCGGC= 


0.1400 


0.0295 


4.74 


CCCGCO 


0.0536 


0.0529 


3.02 


CTCGGC= 


0.1021 


0.0217 


4,71 


CGfRRT= 


0 1117 




inn 


GCCGAO 


0.1HO 


0.0218 


4.58 


,ACCGC6= 


0.1090 


0.0368 


297 


GftCGAO 


0.0493 


0.0120 


4.10 


ACCGAG= 


0.0511 


0.0175 


292 


GCCGCO 


0.1781 


0.0435 


4,03 


RTTRRfc 


00331 


U.UIIo 


?on 

LOU 


GACGTC= 


0.0619 


0.0151 


4.09 


GGCGAi"- 


0 1005 


n men 


2.80 


GTCGAO 


0.0677 


0.0166 


4.08 


CTCGGT= 


0.0494 


0.0178 


278 


GTCGTC= 


0.0755 


0.0192 


3.93 : 


GTCGCC= 


0.1056 


0.0383 


2.76 


CTCGAC= 


0,0643 


0.0165 


3.90 


GTCGCG= 


0.0384 


0.0323 


2.74 


CCCGAC= 


0.0676 


0.0175 


3,86 


CACGTC= 


0.0430 


0.0158 


2.73 


CTCGTC= 


0.0501 


0.0130 


3.86 


TCCGAC= 


0.0326 


0.0121 


2.70 


CGCGGO 


0.1751 


0.0455 


3.85 


CGCGAC= 


0.0352 


0.0520 


2.66 


GTCGGG= 


0.0627 


0.0165 


379 










TCCGAG= 


0.0203 


0.CO54 


3.78 










GACGAQ= 


0.0747 


0.0199 


3,76 


Average 


0.O498 


0.0238 




CTCGGA= 


0.0332 


0.0354 


3,73 


Sum 


12.7440 


7.3665 
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FIG. 2 



MB-ODN 4/5 (-CGXXCGXXXCG-) 



SEQUENCE ID No. 

16 



394 

m 



Sequence 
CTCCA«r6Gc qGCAcgGCCA 
TGTCTcgGGcgGCAcgGTTG 
CMGGcgGTcgGCTogilGG 
AaCTGegGAflgTGGogGC&G 
GTCAGcgGkglGGcgGCTC 
AAMGcgTGcgGGTcgGCCC 
CTCAGegGGegGCAcgTGCA 
CACMegGGegCCTcgGCTT 
ATGMcgGGcgGCTcgAGCC 
GflTGGogATogGCftogCCCA 
CAGCAegTGcgTGGcgGCftT 
GCTGGcgGGcgfiGGcgATTC 
TGTTGegCTegGCTegGCfiG 
GGTGGcgGTcgAGGcgCTCT 
GGTGGsgCftegCCTcgGCCC 
GGGGGcqGTcgCCTegCTM 
GACRTcgGTcgGCAcgTCftG 
CCAGTcgGGegGGGcgCTGG 
TCTGGcgGTcgfl&GcgGCCC 
CMCTegATcgGGGegCCCA 
TTTGGcgGTcgGTGcgCAGC 
CCAGGcgGTcgGTGcgCfiGG 
CTCCTcgGTcgAGGegGTGG 
RCCATcgGGcgCCAcgTCTC 
CAflCAcgMcgTGTegGCTG 



Score 
11811 
11773 
11538 
10931 
10825 
10897 
10870 
10319 
10240 
10199 



9728 



GTGTTcgAftcgCTAcgMGC 1881 
AAGTAcgAfcqMGeg&GAA 1837 
AClRGogTfcgfflGcgMTC 1533 



b) 



SEQUENCE ID No 



MB-ODN 5/5 (-CGXXXCGXXXCG-) 45 



No. 
1 

rr 

\"i 

fT 

6 
1 

\ ! 
5 
10 
11 
1! 
13 
14 
15 
16 
\1 
12 
IS 
2G 
21 
22 
2! 
24 
23 



Sequence 
TGCTcgTGGcgGCTcgGC&G 
GAGGcgGCTcgGTGcgGGTC 
TTGGcgGCAcgCfiAogCCTC 
GMGcgTTGcgGGGcgGCCC 
MGcgTGGcgGCTcgTGGA 
CAGG c gftTGcgCC TcgS CTC 
GTTGeqGGAcgAGTcgGC&T 
GGGGcqGGTeqflCTcqftCCA 
TGGTcgGGGcgGGTcgACTC 
moqCTAogGGGcgGCCft 
GTGGcqCCAcgAGTegACAT 
AAGGcgGCTcgCATcqATGG 
G&GGcqGGGogGGTcgATGT 
AATTcgTGGcgGCTcgTGCA 
CAGGcgGTGcgGTGcgGCAT 
TAGGcqCTTcgAGTcgGCJC 
G TGftc qTCAc gGG TcgGCftG 
GCTTcqftGTetfCAcgCCM 
G TGTc gG G Gc gflG G cgACC A 
TTGGcgTTGcgTGTcgGCCT 
TG ATc <jATGg gGG G cgC GAG 
GMGcgGGGcgGGGcgGM 
TAGG c qftTGc gGftG cgC CTG 
GAGGcgGTGcgGGAcgGfiGT 
CTGftcgCCTegGCTeqAGCT 



score 



10153 



S373 
8845 
8703 
8842 



!5! ATTAcgCTGcgA&AcqCAGT 1807 
m TAAToqGAAcgTAAcgATCC 1713 
?H CATGcgTMcgracgGM 1219 



REPLACEMENT SHEET 

3/15 

FIG. 3 

b) 



SEQUENCE ID No.: 



SEQUENCE ID No. 



MB-ODN 4/5 (-CGXXCGXXXCG- 


)74 


MB-ODN 5/5(-CGXXXCGXXXCG- 


110 


ODN 






ODN 


SiquftrtCfi 






L1B-0CN4/5-1 


ccAcrccGcccccccccrcc 


75 


MB-ODN 5/5-1 


CArccGCArcGGrccGcrcc 




111 


HB-OIW5-2 


ccrcccccGcciccccirrc 


76 


MB-ODN 5/5-2 


G AG GG GG r GG GCAA GG GC T G 




112 


WB-O0N4/5-3 


AccAccGccccAcrccccrc 


77 


MB-0DH5/54 


CArcccGrccccArccccAA 




113 


L1B-0CN4/B4 


ccrccccccccrrGcccArc 


78 


MB-0DHB/B4 


GAcccccrGCGCGAccrccr 




114 


UB-0DN4/B-B 


ccc&cccccccc&rcccc&c 


79 




CCAGCGCCrCCACA CGACAA 




115 


UB-0DN4/5-8 


crrccccflccccrcccicci 


80 


MB-ODN B/B-8 


rccrccAcccGrrGCGGGAC 




116 


MB-0DN4/5-7 


aAcrcccc&ccrccccfiCfcc 


81 


MB-ODN B/5-7 


ACACCCACrCGCrGCGCCAC 




117 


UB-0DTJ4/5-5 


ccrcAcccrcccArccArrc 


82 


MB-0DNB/B4 


rAGCCCAACCCArCCGCCCC 




118 
119 


UB-0DN4/B-9 


rrrcccccrcccrccccAcc 


83 


MB-ODN 5/5-9 


rCAGCCAACCGCrGCCCCCA 




HB-ODH4/5-10 


ccrcccccrccAcccccrcr 


84 


MB-ODN 5/ 5-10 


ArcrccAACcccrcccAccc 




120 


MB-ODW/B-11 


ccrcccGcrccAcccccrcr 


85 
86 


MB-ODN 5/ 5-11 


ccGrcGAArccrcrccccrc 




121 


L1B-ODM/5-12 


rrrcrcccrcccAACCAAAA 


MB-ODN Br 5-1 2. 


rACGccArccccAcccccrc 




122 


UB-0DN4/5-13 


arcrcciccccArccccic 


87 
88 
89 
90 
91 


MB-0DN&-5-1J 


ArccccArccccrccccerc 




123 


HB-ODIW/5-14 


rrccrccjwcccrrcccar 


MB-ODN 5/5-14 


GGcrccACACccrcccArrc 




124 


UB-ODN4/5-1 5 


rrccrccAcccrcrccGcrG 


MB-UUNqf b-lb 


rccrc GrGGccccrcGGCAG 




125 


HB-ODW/5-18 


ACCArCCACCCCACCCrGGr 


klB-UUNbfb-ltf 


GGACGGrGCGGArCGGGGGA 




126 


HB-ODH4/5-17 


CCCACCCACCCCAACGACAC 


hi D-UUII!J D-|' 


G TC Cr C GC GG AG CC CA r G 




127 


MB-ODW/5-13 


CrurCGAGCQCHCGCaG 


hi c^uuri^ ?"ic- 


r r rr rr in pp c r 

i uu JuL 111 u l L ul AU Lu LA U u 




128 


92 


MB-ODN 5/ 5-1 9 


crccccrACCGccrcccccr 




129 


WB-0DH4/B-1 9 


ArccrccAcccccrcGcccc 


93 
94 




MB-ODN 5/5-20 


rrcGccrrGCGrGrccGCcr 




130 


WB-ODN4/5-B0 


CGCrrCCAACCCGrCGAGGG 




HI D-UUIl 5f D"d 


AAArccrrccGccAccGCAr 




131 


UB-QDfM/5-21 


CArGcccAAccrcACcrcAr 


95 




HI B^UUH 3 


ArcACcrrccccACccGGrG 




132 


UB-ODW/5-22 


crrcrccAAccrcrcccccA 




96 


MB-QDN&/5-2J 


AAArccrcrccAGCccrrcc 




133 


HB-ODN4/5-2S 




97 




MB-ODN 5/5-24 


GrGGCGCACCCrCGCCGrCG 




134 


MB-0DW/5-S4 


CACrrCGArCCACACCACCC 




98 


MB-ODN 5/5-Z5 


r GG GG GG A GG GG CA GG CTA T 




135 


MB-QDN4/5-25 


crAccccArccArcccccAA 


99 




MB-ODN 5/5-28 


rcrGCGCAccccArccrrcA 




136 


UB-ODW5-28 


CAACACCArccrcrccccrG 




1 nn 
I uu 


MB-0DN5/B-27 


rccccccAcccrrACGAAcr 




37 


UB-ODfW/5-27 


CrACCCCArCCCAACCAACr 




101 


MB-ODN 5/ 5-25 


cccrcccAGCCACACcrrcc 




38 
39 
40 
41 
42 


WB-ODfW/B-23 


CCACACGArCCCCACGCrCfl 


102 


MB-ODN 5/ 5-29 


rrCGCGCAACCCArCCCAGA 




WB-ODW/5-29 


cccAcccrcccrcACGAcrr 


103 


MB-ODN5/5-30 


CGACGGGAAGGrrCGCGATG 




MB-ODN4/5-30 


rAAGCccrccccArcGArAr 


104 


MB-0DNV5-J1 


A CA AC CCA TC GG Ar CCAC GA 




WB-0DN4/5-31 


AccAcccrrccrcrcGGccr 


105 


MB-ODN 5/ 5-32 


A GGAG GC I GG GG Cr GG TCA C 




UB-0DW/5-32 


rcrrccccACGcrGCGcrcc 


106 


MB-0DN5/5-35 


ACrCCCCrCCGCCACCACCC 




43 
44 


WB-ODN4/5-J3 


crccccGCAccccAcccrcc 


107 


MB-ODN 5/5-W 


GrcrcccrccccAcccccGr 




UB-ODFW/5-34 


CCCAGCGCACCCACCCGAAC 


108 
109 


MB-0DN5/5-55 


GGGAcccrcccrcAccrGcr 




45 
46 


HB-ODIW/5-J5 


CCACCCCCrCGrCACCCCCC [ 


MB-0DN&/5-Ss| 


crcAccccrccccrccAccr 
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FIG. 4 

a) 
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0 



it 
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FIG. 5 



a) 





| SEQUENCE ID No. 


ODN 


Sequence 




MB 4/5 #31 


aGCBGCGTFCGTGTO&GCCT 


147 


#31.1 


CftGCTCGITCGTGTCGTGCr 


148 


#31.2 


Oil bU.tri i Llxllrl UiM LI 


149 


#31.3 


TGC3UCGITCGTGTCGCCK 


150 


#31.4 


GGCCBCG1TCGTGTCGGTBG 


151 


#31.5 


GflACBCGTTCGIGTCGGBJC 


152 


#31.8 


CftGCBCGTTCGTGTOGGaca 


153 


#31.7 


TMGTCGTTCGTGTCGTCIT 


154 


#31.8 


fflUJGGCGTTCGTGTOGCTTG 


155 


#31.9 


BTTTGCGTFCGTGTCGRTTC 


156 


#31.10 


GGTGGCGTTCGTGTCGTCKr 


157 


#31.11 


KTGGGCGTTCGTGTOGflTOC 


158 


#31.12 


GTRTTCGITCGTGTOGTCCT 


159 


#31.13 


GGGMCG1TCGTGTCGGTGC 


160 


#31.14 


TGICTCGTTCGTGTCGCJITG 


161 


#31.15 


GTCftTCGTTCGTGTCGftGK 


162 


#31.16 


TTGCKGITCGTGTO&ftTGJl 


163 


#31.17 


CRGCUCGITCGTGTO&GTCR 


164 



b) 



Fold activation 
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FIG. 6 



a) 



b) 



SEQUENCE ID No.: 



ODN 


Sequence 




MR.nnw wii 

IYIQ'UUm 0 11 U 1 


AGflAGCGTT CGT GTCGGC CT 


165 


MB- ODN 31(M) 


AGCJJTTCjJTGTCGGC 


166 


#31-C&1 


AGCAGGCTTCGTGTCGGCCT 


167 


#31-C&2 


AGCAGC GTT GCT GT C GGG CT 


168 


#31-C&3 


AGCAGCGTT C GT GT GC GC GT 


169 


ft J l-lu-4 


AGGAGSGTTGCTGTCGGCCT 


170 




AGCAGGCTTCGT&TGGGCCT 


171 


#31-C&6 


AGCAGG GTT GGT GT GC GC CT 


172 




AGCAG&CTT GGT GT GC GC CT 


173 


#31-Ar1 


AGCAGCJ LTT C GT GT C GGC CT 


174 


#31-A2 


AGCAGCTTT C GT GT C GGC CT 


175 


#31-A3 


AGCAGC CTT C GT GT C GGC CT 


176 


#31-8-1 


JLGCAGC GTT CAT GT C GGC CT 


177 


#31-8-2 


AGCA&C GTT CTT GT C GGC CT 


178 


#31-8-3 


AGCAGCGTTCCTGTCGGCCT 


179 


#31-01 


AGCAGC GTT C GT GT CMC CT 


180 


#31-02 


AGCAGC GTT C GT GT CT GC CT 


181 


#31-03 


AGCAGC GTT C GT GT C C GC CT 


182 


#31-01 


AGCAGCATT CAT GT C GGC CT 


183 


#31-02 


AGCAGCATT CGTGTCAGGCT 


184 


#31-03 


AGCAGCGTTCATGTCAGCCT 


85 



MkLMmmiUiic) 

1 2 3 4 5 
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a) 
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FIG. 8 



PBS MB-ODN4S#31(0) MB-ODN4«#31(S) 
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FIG. 9 



Total feG 




Dilution fold Dilution fold 



FIG. 10 



IL-12 GAPDH 

M 0 0.5 1 2 4 8 h M 0 0,5 1 2 4 8 h 
0 D N 1826(0) iH ■ ^SSS] 



MB-ODN 31(0) j 
ODN 2041(0)1 
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FIG. 13 



AD MB-ODN4/5#31 




FIG. 14 



AO MB-ODN4/5#31 
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FIG. 15 




MB-31 



FIG. 16 

MB-ODN4/5#31 (lOtvgAnD 



0 2.5 5 10 h 
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FIG. 17 

MTT assay 



160 




i-ymMmiUv) o io o io o io 

MB-ODN4/5#31(0) - + + - 

MB-ODN4/5#31(S) - - + + 
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FIG. 18 



A) Control, 0 B) Control, 1 0 Q# C) MB-ODN4/5#31 (S), 1 0Gy 




Fig. 




MB-ODN 






7 -irradiation 


4/5 #31(3) 


Marker 


% Total 




0 &il 


(-) 


Ml 


73.54 


A 






M2 


1 6. 709 


B 




(-) 


Ml 


58.82 








M2 


27.24 


C 


10 & 


(♦) 


Ml 


65.25 








M2 


18.71 
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FIG. 19 



A) Control, 0 



j Rl 

R2 

I # 

: .--Jl ..... 



pi 



Fig. 


7 " 
irradiation 


MB-ODN 
4/5 #31(s) 


Region 


% Total 


A 


o On 


(-) 


R1 
R2 


73.30 
16,32 


B 




(-) 


R1 

R2 


58.93 
25.33 


C 




(+) 


R1 
R2 


62.82 
20,92 



B) Control, 10 



C) MB-ODN V5#31(S). 10Qy 



» 



